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The Problem

Image “Le Petit Prince” is in the 
public domain in most countries. 
Exceptions: FR, US.
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Bioinformatics CoP

• Mailing list 
● Subscribe: bioinfo-list-join@seqshare.org

• Monthly meet-up
● Informal, hands-on, brief, “BoF session”
● 1. Stand-up: who’s doing what (10-15mn)
● 2. Soapbox: talk, demo, discussion, … (15-20mn)
● 3. Open mic: questions, tips, ideas (10-15mn)

• More?
● Face-to-face? “Walk-in” meeting? Topical meetings?

mailto:bioinfo-list-join@seqshare.org
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Stand-up Round
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“Stand-up Meeting”

Original (SCRUM)

• What did you do yesterday?

• What will you do today?

• Is anything blocking you?

Idea: in 1-2mn max(!)

• What are you working on?

• What will you (or would you 
like to) be working on?

• Is anything blocking you / how 
can we help?
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Soapbox Time
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Some notes & links from
Frontiers Webinar: Pathogen Genomic Surveillance

• Utility of Genomic Surveillance  ∝  threat × capacity × response

  →  “A lack in any of these is a lack in overall utility of GS”

• Success factors: density of sampling & rapidity of sharing

→  “Surveillance is largely a documentation of past failures”

→  “Data sharing fosters trust, integrity and reciprocity”

• GPAS ‘Global Pathogen Surveillance Service’: https://gpas.global/

• (TERRA? https://terra.bio)

• Evaluation of ONT-only genomic

surveillance (PMCID:9997738)

https://gpas.global/
https://terra.bio/
http://www.ncbi.nlm.nih.gov/pmc/articles/pmc9997738/
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The Final SPAdes (4.0)

• Open Source, moved to GitHub 
● Repo: https://github.com/ablab/spades 
● Docs: https://ablab.github.io/spades/ 
● Protocols: https://currentprotocols.onlinelibrary.wiley.com/doi/abs/10.1002/cpbi.102

• 4.0 features
● Assemble NCBI SRA files
● BinSPreader: MAG refinement using GFA
● Run HMMs over a GFA
● Modes: meta, plasmid, rna, corona, etc

https://github.com/ablab/spades
https://ablab.github.io/spades/
docs:%20https://ablab.github.io/spades/
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Parsnp 2.0

• First update since v1 (2014) (v1)
● doi: 10.1093/bioinformatics/btae311
● https://github.com/marbl/parsnp

• Multiple Sequence Alignment of 100s-1000s of genomes
● Input: assemblies & finished genomes
● Output: MSA, variant calls, core genome phylogeny

• Gingr for visualisation

https://doi.org/10.1093/bioinformatics/btae311
https://doi.org/10.1093/bioinformatics/btae311
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Client-less Remote Desktop

• In-browser
● Terminal (SSH)

● Console (VNC)

● Desktop 

● Linux (VNC)

● Windows (RDP)

● Kubernetes VMs

Apache Guacamole (1)
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Guacamole

• Tiers
● Browser

● Proxy

● Web-Server

● Guacamole Server

● Backends through Plugins

● SSH, VNC, RDP, K8S

Apache Guacamole (2)
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Management

• Users

• Groups

• Connections
● Authorization

● Connection sharing

● “On-demand” VMs

Apache Guacamole (3)
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hAMRonization
• doi:10.1101/2024.03.07.583950

• PHA4GE = Public Health Alliance 

for Genomic Epidemiology

• Standardised output specification

for bioinformatic AMR detection

• hAMRonization
● https://github.com/pha4ge/hAMRonization

● Python package: unifies output from (18) tools to the hAMRonize spec
● Output: tabular, JSON, interactive HTML

https://doi.org/10.1101/2024.03.07.583950
https://github.com/pha4ge/hAMRonization


June 2024 The Fleming Fund | SEQAFRICA 14

hAMRonization

• Piloted in 17 PH Labs

• Standardised vocabulary, e.g.
● “Gene Name”

● “% Coverage (breadth)”

● “Drug Class”

● Provenance (tool, database, versions)

• Harmonised with ontologies

• Conversion from 18 tools that are:
● In active use

● Maintained

● Species-agnostic

● Open Source

• PoC Workflow (12 tools)

hAMRonization (2)
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hAMRonization (3)

• Interactive HTML report

• Samples × tools × genes

• Genes only (tabular report has all)
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 Open Mic

• Feedback?

• Future themes?

• Next month: Niamh



Thank you

This programme is being funded by the UK Department of Health and Social Care.  
The views expressed do not necessarily reflect the UK Government’s official policies.


